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Table 2 Operaional flow and skills for sudy on soil microbial community functional diversity
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APPLICATION OF BIOLOG TO STUDY ON SOIL MICROBIAL COMMUNITY
FUNCTIONAL DIVERSITY

Zheng Hua  Ouyang Zhiyun'

(Key Laboratory ¢ Systems Ecology, Research Center f ar Eco Enwironmental Sciences, Bejing 100085, China)

Fang Zhiguo  Zhao Tonggian

Abstract In order to undestand the role of microbial communities in different environments it is essential to have knowk
edge of fundions and functional diversity of microbial communities. However, the quant tative description of miaobial communt
ties is one of the most difficult tasks facing microbial ecologists. Now the BIOLOG redox technique proposes a simple and quick
method for studying soil microbial community fundion diversity, based on the community- level carbon source utilization patterns.
But BIOLOG is also a cilture-based method, and the presentation of metabolic diversity paiterns doesn’ t necessarily reflect the
functional diversity of the soil miaobial canmunities. Consequently, there are many problems as well as benefits using the ap
proach, and a series of skills are needed for the application. The applicaion of BIOLOG to the study on soil microbial canmunity
functional diversity is summarized in this paper, including theories, procedures, problems, and countemeasures during the apr
plication. The problems worthy of further research are also put forward. The objective of the study is to accelerate understanding
how to apply BIOLOG properly to the study on soil microbial community functional diversity and provide a scientific foundation
and theoretical guide for further research of the subject correctly.

Key words BIOLOG; Soil microbial community; Functional diversity



