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M ICROBIAL REM ED IATION OF CY PERM ETHRIN-CONTAM INATED S IL AND
EFFECTON QO IL M ICROBIAL COMM UNITIES
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Abstract

An experiment was conducted in lab by inoculating cypemethrin-contaminated il, separately, with

cypemethrin, 3-Phenoxybenmic acid (3-PBA) -degrading bacteria CDT3 (Rhodoccus $. ) and PBM11 ( Pesudamonas
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9. )  study their effectson microbial ranediation of the contaminated il and il microbial canmunities Sampleswere
oollected from the inoculated wils and CK (uninoculated) on DO, D3, D7, D15, and D30 for analysis of residues of
cypemethrin and 3-Phenoxybenaic acid (3-PBA) in the il aswell asmonitoring of dynamicsof the microbial communi-
ties in the @il, using the plate countingmethod and denaturing gradient gel electrophoresis(D GGE) method The analysis
results show that the cooperation of CDT3 and FBM 11 pramoted the degradation of cypemethrin and itsmetabolite 3-FBA
in the il A's cypemethrin inhibits significantly native edgphon in il, inoculation of these degrading-bacteria could
eliminate the inhibitive effect of cypemethrin on edaphon, thus promoting restoration of indigenous microbial population
and communities But it could not be expected that the damage cypemethrin brings to the il microbial structure could be
renoved within a short period of time
Key words Cypemethrin; 3-FBA; Degrding-bacteriaz Soil microbes DGGE



