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2 WT NDa 0.810 +0. 374a NDa ND 0.813 +0.372a
POLLUX 4.56 £1.53a 5.57 +1.32b 0.682 +0.213a ND 5.98 +1.24b
NFR1-NFR5 18.67 +13.51b 19.55 +3. 46¢ 6.76 £1.73b ND 25.59 £ 4. 76¢
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POLLUX 7.21 £0.51a 25.10 8. 48h 7.58 £1.37h ND 33.71 £10. 51b
NFR1-NFR5 15.35 +3.31b 29.73 +10.32b 18.46 +5.91c 3.57 +0.584 38.57 £12. 61c
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NFR1-NFR5 2.21 +0.18a 25.94 +6.31a 45.32 +5. 74a 35.61 £3.81b 71.37 +7. 82a
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